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suggested that decriminalisation of 
sex work could avert 33–46% of HIV 
infections worldwide.3 In Nigeria, 
another context on which the study 
draws, legislation criminalising same-
sex sexuality resulted in increased 
avoidance of health care among men 
who have sex with men.4 

The modelling of prevention scale-
up without addressing the legal 
environment omits a crucial part of 
the picture. 
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Need for robust and 
inclusive public health 
ethics review of the 
monitoring of HIV 
phylogenetic clusters for 
HIV prevention
The near real-time monitoring of 
HIV transmission hotspots with HIV 
genotype data described by Art Poon 
and colleagues 1 is a powerful and 
promising public  health approach to 
reduce transmission. As acknowledged 
by the authors, these data cannot 
directly identify transmission events, 
and safeguards were instituted to 
ensure that interventions targeted 
clusters, not individuals. However, as 
molecular techniques such as next-
generation sequencing yield increased 
certainty in detecting transmissions 
between individuals and become 
more widely available, the ethical 
implications of this change in public 
health surveillance assume even 
greater importance.2 Potential harms 
need to be identified and carefully 
mitigated, particularly the noted 
potential for misuse of data in criminal 
cases of HIV non-disclosure in Canada 
and worldwide.3 Justifi cation for use 
of individuals’ private clinical data 
also requires that substantial public 
benefi ts are clear.4 

Applications of this technology 
should include full transparency 
about the implications of surveillance, 
accountabilities and safeguards 
at involved agencies, as well as 
early public engagement and 
the meaningful involvement of 
people living with HIV.5 As fear of 
criminalisation and other harms could 
result in individuals withdrawing 
from valuable studies and treatment 
databases—or even from testing 
and treatment—appropriate policy 
and technical safeguards are needed 
to mitigate the likelihood of this 
occurring in future applications. 
Given the continued social stigma and 
dangerous legal environments that 

 Legal impediments to 
prevention
The recent modelling study by 
Jennifer Smith and colleagues1 argues 
for the scaling up of prevention 
interventions. However, data and 
assumptions on which the study is 
based do not consider how laws and 
their enforcement impede access.1 

The study draws on service 
coverage data among South African 
sex workers, but does not mention 
that sex work is criminalised there. 
Use of condoms as evidence by South 
African police impedes uptake of 
prevention services.2 Modelling has 

negatively aff ect many people living 
with HIV worldwide, a robust and 
inclusive public health ethics review 
of the use of HIV phylogenetic data for 
HIV surveillance and intervention is 
urgently needed. 
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From sharing needles to 
unprotected sex: a new 
wave of HIV infections 
in Iran?
HIV con tinues to affect millions of 
people worldwide and most people 
living with the infection are from low-
income and middle-income countries.1 
In Iran, as in other Asian countries, the 
number of people living with HIV and 
being diagnosed with HIV/AIDS has 
been steadily increasing.2 HIV was fi rst 
identifi ed in Iran in a  6-year-old boy 
with haemophilia, and transmission 
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