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▪ Participatory mode.

▪ Engages academia, 

public health and private 

sector. CONNECTS NEW 

PARTNERS with public 

health.

▪ Share capacity & 

expertise, improve the 

utility, quality and 

timeliness of data.

State and Local Public Health
▪ Build flexible, scalable, resilient and responsive capacity 

for genomic surveillance that can be adapted to many 

scenarios and is responsive to local public health priorities.

▪ Leverage state and regional capacity to strengthen 

sequencing/bioinformatics/epi capabilities.

▪ PRIMARY GOAL: local surveillance and monitoring for 

unusual variants, patterns or clinical outcomes, but often 

focused on outbreak response, infection control, contact 

tracing.

▪ State Consortia: AZ, CA, MN, Others.

▪ Long term, these are the critical systems to build.

CDC NS3 & Baseline Contracts
▪ Based on established influenza public health surveillance 

models.

▪ Surveillance enhanced and expanded using commercial labs 

to extend the depth and reach of coverage.

▪ PRIMARY GOAL: establish consistent national baseline 

monitoring for variant surveillance and risk assessment; 

contribute to global picture of circulating viruses.

▪ Supports interagency risk assessment (SIG), academic 

research, federal decisionmaking.

Different objectives and priorities for sequence data.
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GISAID GenBank

SARS-CoV-2 Submissions (GISAID + NCBI)

Genome Submissions from US Laboratories
1,772,741

(+214k)

1,283,704
(+170k)

57,482

>5.6M!

>2.5M!



Nextmeta 2021-12-03 / GISAID – manual classification of submitting laboratories.



Nextmeta 2021-12-03 / GISAID – manual classification of submitting laboratories – COLLECTION LAST 60 DAYS









Useful links:

SPHERES Data Standards Overview: https://bit.ly/spheres_standards

The SPHERES multimedia reading room:

All past slide decks and materials: https://bit.ly/spheres_docs

All recorded Zoom sessions: http://bit.ly/spheres_zooms

SPHERES community group notes: http://bit.ly/spheres_notes

SPHERES brainstorming: http://bit.ly/spheres_brainstorm

https://bit.ly/spheres_standards
https://bit.ly/spheres_docs
http://bit.ly/spheres_zooms
http://bit.ly/spheres_notes
http://bit.ly/spheres_brainstorm


A field guide to CDC NS3 and Baseline Data

National SARS-CoV-2 Strain Surveillance (NS3):
● ST-CDC-2-#########  → NS3 DATA and EVS (targets variants, small proportion)

● CDC/State NS3 samples – random submission from state and local public health laboratories, submitted to CDC, run through a standard 
sequencing and bioinformatic workflow.

● ST-CDC-[A-z0-9]{4}-[0-9]{4} → Usually NS3 Enhanced or Special Studies

Baseline Surveillance:
● ST-CDC-LC#########  → LabCorp – Random selection

● ST-CDC-######### & ST-CDC-QDX######## → Quest – Random selection

● ST-CDC-STM-#########  → Helix/Illumina – SGTF prior to mid-Feb – Retail Pharmacy

● ST-CDC-ASC#########  → Aegis – Random selection – Retail Pharmacy

● ST-CDC-FG#########  → Fulgent – Random selection – Community Testing

● ST-CDC-IBX#########  → Infinity Biologix – Random selection – Community Testing

● ST-CDCBI-#########  → Broad Institute – Random selection – Broad CLIA Laboratory

>> SAME IDENTIFIERS ACROSS GISAID AND SRA.

SSEV CAWG, D. Batrahttps://www.ncbi.nlm.nih.gov/bioproject/615625
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T h e  f i n d i n g s  a n d  c o n c l u s i o n s  i n  t h i s  p r e s e n t a t i o n  a r e  t h o s e  o f  t h e  a u t h o r  a n d  d o  n o t  n e c e s s a r i l y  r e p r e s e n t  t h e  

o f f i c i a l  p o s i t i o n  o f  t h e  C e n t e r s  f o r  D i s e a s e  C o n t r o l  a n d  P r e v e n t i o n .  U s e  o f  t r a d e  n a m e s  i s  f o r  i d e n t i fi c a t i o n  o n l y  a n d  

d o e s  n o t  i m p l y  e n d o r s e m e n t  b y  t h e  C e n t e r s  f o r  D i s e a s e  C o n t r o l  a n d  P r e v e n t i o n  o r  b y  t h e  U . S .  D e p a r t m e n t  o f  H e a l t h  

a n d  H u m a n  S e r v i c e s .
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